Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.117; data-to-parameter ratio = 15.0.
The title compound congestiflorone, C 28 H 32 O 4 , which was isolated from the stem bark of Mesua congestiflora, consists of a benzophenone skeleton with two attached pyran rings to which a cyclohexane ring and a C6 side chain are bonded. The benzene ring is significantly distorted from planarity (r.m.s. deviation = 0.0007 Å ) due to the constraints imposed by junctions with the two pyran rings. The cyclohexane ring is in a chair conformation, one pyran ring is in a boat conformation, while the other is a distorted chair. The phenyl and benzene rings make a dihedral angle of 55.85 (9) . An intramolecular O-HÁ Á ÁO hydrogen bond is observed. In the crystal, molecules are linked via C-HÁ Á ÁO interactions.
Related literature
For phytochemical investigations of Mesua congestiflora, see: Awang et al. (2010) ; Bala & Seshadri (1971) ; Ee et al. (2005b) ; Bandaranayak et al. (1975) ; Morel et al. (1999) ; Walia & Mukerjee (1984) . For the biological activity of Congestiflora species, see : Pinto et al. (1994) ; Ee et al. (2005a) ; Mazumder et al. (2004) ; Verotta et al. (2004) ; Huerta-Reyes et al. (2004) . For related structures, see: Hua et al. (2008) ; Liu et al. (2005) . For a description of the Cambridge Structural Database, see Allen (2002) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Mesua congestiflora is native to Indonesia and is also distributed throughout Borneo, Sarawak. Previous phytochemical investigations on the genus show the existence of xanthones (Bandaranayak et al. 1975; Walia & Mukerjee 1984; Ee et al. 2005b) , coumarins (Bandaranayak, Selliah et al. 1975; Morel, Guilet et al. 1999; Awang, Chan et al. 2010) , terpenoids (Ee et al. 2005a ) and essential oils (Bala & Seshadri 1971) . These secondary metabolites have been extensively reported for their biological activities; for instance antifungal (Pinto et al. 1994) , anticancer (Ee et al. 2005a) , antibacterial (Mazumder, Dastidar et al. 2004; Verotta, Lovaglio et al. 2004) , and anti-HIV-1(Huerta- Reyes et al. 2004) . However, pharmacognosy and preliminary phytochemical analysis on this species have not been reported before.
The title compound (I), congestiflorone C 28 H 32 O 4 skeleton comprises five 6-membered rings and a 1-methylpent-2-enyl side chain (Fig. 1) . The skeleton is similar to that of Sumadain A (Hua, Wang et al. 2008 ) except for the absence of 2 methylene groups next to the carbonyl group. Dihedral angle of those two benzene rings was 55.85 (9)°. The benzene ring (C9-C10-C12-C13-C21-C22) is not planar (the largest deviation from the best least squares plane is 0.082 (2) Å at C22). This departure from planarity of the ring A might be caused by the constraint of two adjacent pyrane rings which adapt a distorted chair conformation and a boat conformation. The cyclohexane ring adapted a chair conformation and the puckering parameter is Q= 0.5635 (18) 
Experimental
The stem bark of Mesua congestiflora was collected from the Sri Aman district in Sarawak, Malaysia. The sample (840 g) was milled, air-dried and ground, the powdered sample was extracted with n-hexane. The extract was dried under reduced pressure in a rotary evaporator to yield the hexane extract (5.50 g). Stepwise gradient systems using hexane/chloroform and chloroform/methanol or hexane/ethyl acetate and ethyl acetate/methanol, were applied for the separation and purification of the extract. Congestiflorone, a yellowish crystals with the melting point of 483 K were isolated. This compound was crystallised from slow evaporation of ethyl acetate at room temperature. 
Refinement
The H atoms were all located in a difference map, but those attached to carbon atoms were repositioned geometrically.
The H atoms were initially refined with soft restraints on the bond lengths and angles to regularize their geometry (C-H in the range 0.93-0.98, N-H in the range 0.86-0.89 N-H to 0.86 O-H = 0.82 Å) and U iso (H) (in the range 1.2-1.5 times U eq of the parent atom), after which the positions were refined with riding constraints.
Computing details
Data collection: CrysAlis CCD (Oxford Diffraction, 2006 ); cell refinement: CrysAlis CCD (Oxford Diffraction, 2006); data reduction: CrysAlis RED (Oxford Diffraction, 2006); program(s) used to solve structure: SIR92 (Altomare et al., 1994 ); program(s) used to refine structure: CRYSTALS (Betteridge et al., 2003) ; molecular graphics: Mercury (Macrae et al., 2006) ; software used to prepare material for publication: CRYSTALS (Betteridge et al., 2003) .
Figure 1
The molecular structure of the title compound shows a 50% probability displacement ellipsoids and the atom-numbering scheme. The intramolecular hydrogen bond O11-H···O1 is observed. Special details Refinement. For this compound, 15011 numbers of reflections were collected and measured during the refinement. Symmetry related reflections were measured more than once and after merging the symmetry equivalent reflections there were only 4340 reflection left. 19 more reflections were filtered, as σ cutoff was set as -3 and (sinθ/x)set to>0.01 (to eliminate reflection measured near the vicinity of beam stop) therefore numbers of reflection reduced to 4321. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

